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Appendix A - Meteorological data, readings of temperature and pH 
 
Daily meteorological data of dipteran succession study on decomposing pig carcass. 
Day 
 
Daily 
Temperature 
(Maximum, °C) 
Daily 
Temperature 
(Minimum, °C) 
Relative 
Humidity 
(Maximum, %) 
Relative 
Humidity 
(Maximum, %) 
Rainfall (mm) 
1 33.0 22.5 100 92 1.4 
2 42.0 22.0 100 94 0.6 
3 41.0 23.0 100 92 26.0 
4 41.0 23.0 100 91 2.0 
5 37.5 22.5 100 94 16.0 
6 44.5 22.5 100 94 18.2 
7 49.5 22.5 100 94 55.8 
8 45.0 22.5 100 94 22.0 
 
Readings of temperature and pH of the carcass body, larval mass as well as soil for 
carcass A throughout decomposition stages. 
Day 
 
Carcass body 
temperature (°C) 
Larval mass 
temperature (°C) 
Soil temperature 
(°C) 
Carcass 
body pH 
Larval 
mass pH 
Soil pH 
1 36  27 6  5 
2 26  26 6  5 
3 40 41 26 7 10 6 
4  39 26  10 6 
5  41 26  10 8 
6  33 25  10 8 
7   27   5 
 
Readings of temperature and pH of the carcass body, larval mass as well as soil for 
carcass B throughout decomposition stages. 
Day 
 
Carcass body 
temperature (°C) 
Larval mass 
temperature (°C) 
Soil temperature 
(°C) 
Carcass 
body pH 
Larval 
mass pH 
Soil pH 
1 37  28 6  5 
2 25  26 6  5 
3 28  26 6  5 
4 30 30.5 27 8 9 5 
5 32 42.0 25 8 9 6 
6  41.5 25  10 5 
7  41.0 26  9 5 
8  37.0 26  9 5 
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Appendix B – Phylogenetic trees 
 
Appendix B-1 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
Figure: The NJ tree of Calliphoridae species was constructed on the basis of 2309bp 
mitochondrial COI and COII gene sequences using PAUP* 4.0b10 and rooted with 
Parasarcophaga albicpes (Sarcophagidae) as the outgroup. The number on the internal 
branches represents bootstrap values (n=10000) with 70% cut off value.  
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Appendix B-2 
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Figure: The MP tree of Calliphoridae species was constructed on the basis of 2309bp 
mitochondrial COI and COII gene sequences using PAUP* 4.0b10 and rooted with 
Parasarcophaga albicpes (Sarcophagidae) as the outgroup. The number on the internal 
branches represents bootstrap values (n=10000) with 70% cut off value.  
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Figure: Bayesian consensus phylogeny of Calliphoridae species of 2309bp 
mitochondrial COI and COII gene sequences using MrBayes 3.1.2 and rooted with 
Parasarcophaga albicpes (Sarcophagidae) as the outgroup. The number on the internal 
branches represents Bayesian posterior probabilities (n=1 million) with 70% cut off 
value. 
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Figure: The NJ tree of Calliphoridae species was constructed on the basis of 2172bp 
28S rDNA sequences using PAUP* 4.0b10 and rooted with Parasarcophaga albicpes 
(Sarcophagidae) as the outgroup. The number on the internal branches represents 
bootstrap values (n=10000) with 70% cut off value.  
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Appendix B-5 
 
Figure: The MP tree of Calliphoridae species was constructed on the basis of 2172bp 
28S rDNA sequences using PAUP* 4.0b10 and rooted with Parasarcophaga albicpes 
(Sarcophagidae) as the outgroup. The number on the internal branches represents 
bootstrap values (n=10000) with 70% cut off value.  
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Appendix B-6 
 
 
Figure: Bayesian consensus phylogeny of Calliphoridae species of 2172bp 28S rDNA 
sequences using MrBayes 3.1.2 and rooted with Parasarcophaga albicpes 
(Sarcophagidae) as the outgroup. The number on the internal branches represents 
Bayesian posterior probabilities (n=1 million) with 70% cut off value. 
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Appendix B-7 
 
 
Figure: The NJ tree of Sarcophagidae species was constructed on the basis of 2308bp 
mitochondrial COI and COII gene sequences using PAUP* 4.0b10 and rooted with  
three Calliphoridae species as the outgroup. The number on the internal branches 
represents bootstrap values (n=10000) with 70% cut off value.  
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Figure: The MP tree of Sarcophagidae species was constructed on the basis of 2308bp 
mitochondrial COI and COII gene sequences using PAUP* 4.0b10 and rooted with 
three Calliphoridae species as the outgroup. The number on the internal branches 
represents bootstrap values (n=10000) with 70% cut off value.  
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Figure: Bayesian consensus phylogeny of Sarcophagidae species of 2308bp 
mitochondrial COI and COII gene sequences using MrBayes 3.1.2 and rooted with three 
Calliphoridae species as the outgroup. The number on the internal branches represents 
Bayesian posterior probabilities (n=1 million) with 70% cut off value. 
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